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Introduction Results

The National Institutes of Health (NIH) All of Us Research Program (All of Us) is an
ambitious effort to gather health data from one million or more people living in
the United States to accelerate research that may improve health'. All of Usis
committed to creating a cohort that reflects the diversity of the US, with
individuals who have traditionally been underrepresented in biomedical research
(UBR). All of Us includes the following populations as UBR: racial and ethnic
minority groups; children and seniors; sexual and gender minorities; people living
with disabilities; people with barriers in access to care; people who have low

Figure 3. All of Us genetic ancestry and trait uptake. Figure 8. Participant understanding of their trait results.

Participants were asked “How easy or hard is it to understand your <trait/genetic
ancestry> results?” with answers on a 5-point Likert scale. Participants responded
that the results are easy to understand, with an average score of 4.6/5.
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On average, participants were highly satisfied with their results; out of a 5-point program. | have learned a lot about myself and |ife.

Likert scale, participants were satisfied 4.3/5 overall, with the highest satisfaction

rating on their genetic ancestry results and the lowest satisfaction rating on their
Survey Analysis cilantro preference results. That cilantro preference had the lowest satisfaction given Conclusions
Once a participant has viewed their results, they can complete a brief set of was not necessarily surprising as there are many non-genetic components that can
survey questions within the Genomics Platform to share their experience, ask affect cilantro preference.

* Returning genetic ancestry and trait results to All of Us participants is highly
effective at engaging research participants. On average 70% of participants

additional questions and provide generalized feedback. These survey questions
include Likert-scale based questions, yes-no questions, and open ended, free
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